Abstract
INTRODUCTION.
Currently, research of linear mathematical models of physical, biological, chemical and other processes are comfortable, because for the underlying linear partial differential equations developed their general solving methods. But in applied tasks real physical processes are nonlinear, and to adequately describe them should be used nonlinear mathematical models.
It is interesting from the point of view of applications, study such classes of nonlinear differential equations in which the unknown function and the derivative of this function includes by exponential way [1] [2] [3] [4] .
These types of nonlinearities are often found in the tasks of biological population, chemistry, medicine, and other [1] [2] [3] [4] . Population is defined as a group of organisms of the same species (within which individuals can exchange genetic information) that occupies a specific space and functioning as part of the biological community.
Consider the model of two competing populations with nonlinear diffusion. The problem of mathematical description of biological competition has a long history. The most famous attempt to describe the competition of several populations is the Volterra-Lotka's system [5] . The main statement relating to competing communities is the principle of Gause [6] . It states that the result of the competitive interaction between the two species occupying one ecological niche will be the displacement of the least fit.
In the last decade due to the growing interest in the study of the problems of structure formation models of multicomponent biological systems competing in the class of systems of nonlinear equations of the reaction-diffusion given a new momentum [4, 9] . Introduction assumptions about the spatial habitat of competing species allows for a different look at the processes and results of the competition.
Consider a spatial analogue of Volterra-Lotka competition system with nonlinear exponential dependence of the diffusion coefficient on the density of the population. In the case of the simplest volterra's competitive interactions between populations can be constructed numerically, and in some cases analytically, heterogeneous in space solutions [9] .
STATEMENT OF THE TASK
Consider in Q={(t,x): 0< t < ∞, x∈R 2 } parabolic system of two quasilinear equations of reaction-diffusion of the task of biological population of Kolmogorov-Fisher type 
Cauchy problem and boundary tasks for the system (1) in the one dimensional and multidimensional cases investigated by many authors [4] [5] [6] [7] [8] [9] .
Purpose of this work is to study the qualitative properties of the solutions of the task (1), (2) on the basis of self-similar analysis and numerical solutions by using methods of modern computer technologies, research of methods of linearization to the convergence of iterative process with further visualization. Found estimates of solutions and emerging wherein free boundary, that gives the chance to choose the appropriate initial approximation [4] for each value of the numeric parameters.
Let's construct self-similar system of equations (1)- (2) simpler for research system of equations.
CONSTRUCTION OF SELF-SIMILAR SYSTEM OF EQUATIONS
We will construct self-similar system of equations by the method of nonlinear splitting [4] .
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Below we describe one way of obtaining self-similar system for the equations system (4). It consists of the following. We first find the solution of ordinary differential equations system The study of qualitative properties of the system (1)- (2) enabled us to perform numerical experiment depending on the values included in the system of numeric parameters. For this purpose, as the initial approximation were used constructed asymptotic solutions. At the numerical solving of the task for the linearization of the system (1) - (2) were used linearization by methods of Newton and Picard. To solve the task of biological populations proposed the method of nonlinear splitting.
NUMERICAL EXPERIMENT.
To the numerical solving of the task (3)- (4) 
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Fig 1. Results of numerical experiments

CONCLUSIONS
Results of numerical experiments showed the effectiveness of the proposed approach. Asymptotes of different solutions of the system of type (1) - (2) allowed to modeling processes of mutual reaction-diffusion in the form of visualization with animation.
In conclusion, we emphasize the importance of a joint study of migration and demographic processes. For the analysis of the population dynamics of interacting populations is important to collaborative learning processes of fertility, mortality, and trophic interactions of various migrations. Introduction of nonlinearity in migration flows -the first step towards an adequate description of the spatial and temporal population dynamics.
